The complete mitochondrial genome of Paracheirodon innesi.
The complete mitochondrial genome of Paracheirodon innesi was determined using the next-generation sequencing (NGS). The mitochondrial genome was 16 962 bp long and consisted of 13 protein-coding genes, 2 rRNA genes, 22 tRNA genes and a control region. The gene arrangement and composition of P. Innesi mitochondrial genome was similar to that of most other vertebrates. Phylogenetic tree was constructed based on the complete mitogenomes of the species and closely related 13 teleost species to assess their phylogenetic relationship and evolution.